The X-linked Monoamine Oxidase A (MAO A) gene presents a well known functional polymorphism consisting of a variable number of tandem repeats (VNTR) (long and short variants) previously associated with altered neural function of the amygdala. Using automatic subcortical segmentation (Freesurfer), we investigated whether amygdala volume could be influenced by this genotype. We studied 109 healthy subjects (age range 18-80 years; 59 male and 50 female), 74 carrying the MAO A High-activity allele and 35 the MAO A Low-activity allele. No significant effect of the MAO A polymorphism or interaction effect between polymorphism × gender was found on amygdalar volume. Thus, our findings suggest that the reported impact of the MAO A polymorphism on amygdala function is not coupled with consistent volumetric changes in healthy subjects. Future studies are needed to investigate whether the association between volume of the amygdala and the MAO A VNTR polymorphism is influenced by social/psychological variables, such as impulsivity, trauma history and cigarette smoking behaviour, not taken into account in this work.
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Introduction
The amygdala is a deep grey matter brain structure involved in emotional processing and is densely innervated by serotonergic (5-hydroxytryptamine; 5-HT) neurons (Azmitia and Gannon, 1986) . Catabolism of 5-HT is regulated by the activity of the monoamine oxidase (MAO) enzyme, with the isoform MAO A having a much greater affinity for the substrate than the isoform MAO B (Shih and Chen, 1999). The MAO A coding gene (Xp11.4-Xp11.3) presents a well-characterized functional polymorphism consisting of a variable number of tandem repeats (VNTR) in the promoter region with different length variants that selectively influence the protein transcription and, hence, the enzymatic activity (Denney et al., 1999) . Enzyme expression is relatively high for carriers of 3.5 or 4 repeats (MAO A High) and is lower for carriers of 2, 3 or 5 repeats (MAO A Low) (Sabol et al., 1988) . Several studies found a significant association between this functional genotype and personality traits such as aggression and impulsivity (Caspi et al., 2002; Foley et al., 2004) , suggesting a deficiency in the neural systems for emotional regulation. At the present time, the neurobiological mechanisms underlying the effect of this polymorphism are still unclear.
Imaging genetics is a novel approach aimed to characterize the influence of genes on individual variability in cognition and behaviour. It is based on the assumption that brain structure and function are more closely related to gene function than trait differences in overt behaviour (Mattay et al., 2008) . Thus, the study of the "intermediate phenotype" might provide a more direct measurement of the impact of a gene.
Recent imaging genetic studies investigating healthy individuals have begun to elucidate the neurobiological mechanisms by which heritable variation in MAO A impacts neural circuitry involved in emotion regulation, demonstrating a clear effect on mediating amygdala function (Meyer-Lindenberg et al., 2006; Buckholtz et al., 2008; Alia-Klein et al., 2009) . Although there is consistent evidence that the MAO A polymorphism impacts limbic function, possible morphological changes underlying such a functional polymorphism remain to be clarified. In fact, there are few morphological studies that, using voxel-based morphometry (VBM), indirectly investigated the association of this genotype with amygdala volume, and these studies produced contrasting findings (Meyer-Lindenberg et al., 2006; Cerasa et al., 2008b) . VBM is a morphological technique that performs a statistical mapping of differences in brain morphology voxel-byvoxel, which produces grey matter "density" or "concentration" measures, or volume differences between two groups, respectively; Psychiatry Research: Neuroimaging 191 (2011) 87-91 
